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(2) INFORMATION FOR SEQ ID NO : 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 191 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 io 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 
20 25 30 

Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 

Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr Pro Ser Asn Arg 
50 55 60 

Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He Ser Leu 
65 70 75 80 
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Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 
85 90 95 

Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 
100 105 HO 

Leu Leu Lys Asp Leu Glu Glu Gly He Gin Thr Leu Met Gly Arg Leu 
115 120 125 

Glu Asp Gly Ser Pro Arg Thr Gly Gin He Pro Lys Gin Thr Tyr Ser 
130 135 140 

Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
lis 150 155 160 

Glv Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 
165 170 175 

Leu Arg He Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 

(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 695 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
GGATCCTTTT TGTTTAACTT TAAGAAGGAG ATATACATAT GCGTCCGTCT ATCCACCGTA 
CCGCTATCGC TGCTGTTCTG GCTACCGCTT TCGTTGCTGG TACCGCTCTG GCATTCCCGA 
CCATCCCGCT GTCTCGTCTG TTCGACAACG CTATGCTGCG TGCTCACCGT CTGCACCAGC 18 0 

TGGCTTTCGA CACCTACCAG GAATGGGAAG AAGCTTACAT CCCGAAAGAA CAGAAATACT 
CTTTCCTGCA GAACCCGCAG ACCTCTCTGT GCTTCTCTGA ATCTATCCCG ACCCCGTCTA 
ACCGTGAAGA AACCCAGCAG AAATCTAACC TGGAACTGCT GCGTATCTCT CTGCTGCTGA 
TCCAGTCTTG GCTGGAACCG GTTCAGTTCC TGCGTTCTGT TTGGGCTAAC TCTCTGGTTT 
ACGGTGCTTC TGACTCTAAC GTTTACGACC TGCTGAAAGA CCTGGAAGAA GGTATCCAGA 
CCCTGATGGG TCGTCTGGAA GACGGTTCTC CGCGTACCGG TCAGATCTTC AAACAGACCT 
ACTCTAAATT CGACACCAAC TCTCACAACG ACGACGCTCT GCTGAAAAAC TACGGTCTGC 
TGTACTGCTT CCGTAAAGAC ATGGACAAAG TTGAAACCTT CCTGCGTATC GTTCAGTGCC 
GTTCTGTTGA AGGTTCTTGC GGTTTCTAAC TCGAG 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 191 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
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Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 10 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Trp Glu 
20 25 30 

Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 

Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg 
50 55 60 

Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser Leu 
65 70 75 80 

Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 
85 90 95 

Trp Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 
100 105 110 

Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg Leu 
115 120 125 

Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Pro Lys Gin Thr Tyr Ser 
130 135 140 

Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 

Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 
165 170 175 

Leu Arg lie Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 



(2) INFORMATION FOR SEQ ID NO : 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Cys Gly Asn Leu Ser Thr Cys Met Leu Gly Thr Tyr Thr Gin Asp Phe 
15 10 15 

Asn Lys Phe His Thr Phe Pro Gin Thr Ala lie Gly Val Gly Ala Pro 
20 25 30 

(2) INFORMATION FOR SEQ ID NO : 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Tyr Ala Asp Ala lie Phe Thr Asn Ser Tyr Arg Lys Val Leu Gly Gin 
15 10 15 

Leu Ser Ala Arg Lys Leu Leu Gin Asp lie Met Ser Arg Gin Gin Gly 
20 25 30 

Glu Ser Asn Gin Glu Arg Gly Ala Arg Arg Arg Leu 
35 40 

(2) INFORMATION FOR SEQ ID NO : 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6: 

Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu 
15 10 15 

Glu Asn Tyr Cys Asn 
20 



(2) INFORMATION FOR SEQ ID NO : 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 
15 10 15 

Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
20 25 30 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 165 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Ala Pro Pro Arg Leu lie Cys Asp Ser Arg Val Leu Gin Arg Tyr Leu 
15 10 15 

Leu Glu Ala Lys Glu Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His 
20 25 30 




Cys Ser Leu Asn 
35 

Tyr Ala Trp Lys 
50 

Gin Gly Leu Ala 
65 

Leu Val Asn Ser 



Lys Ala Val Ser 
100 

Gly Ala Gin Lys 
115 

Pro Leu Arg Thr 
130 

Tyr Ser Asn Phe 
145 

Cys Arg Thr Gly 



Glu Asn lie Thr 
40 

Arg Met Glu Val 
55 

Leu Leu Ser Glu 
70 

Ser Gin Pro Trp 
85 

Gly Leu Arg Ser 



Glu Ala lie Ser 
120 

lie Thr Ala Asp 
135 

Leu Arg Gly Lys 
150 

Asp 
165 



Val Pro Asp Thr 



Gly Gin Gin Ala 
60 

Ala Val Leu Arg 
75 

Glu Pro Leu Gin 
90 

Leu Thr Thr Leu 
105 

Pro Pro Asp Ala 



Thr Phe Arg Lys 
140 

Leu Lys Leu Tyr 
155 



Lys Val Asn Phe 
45 

Val Glu Val Trp 



Gly Gin Ala Leu 
80 

Leu His Val Asp 
95 

Leu Arg Ala Leu 
110 

Ala Ser Ala Ala 
125 

Leu Phe Arg Val 



Thr Gly Glu Ala 
160 



(2) INFORMATION FOR SEQ ID NO : 9: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 133 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu Gin Leu Glu His 
15 10 15 

Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie Asn Asn Tyr Lys 
20 25 30 

Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe Tyr Met Pro Lys 
35 40 45 

Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu Glu Glu Leu Lys 
50 55 60 

Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys Asn Phe His Leu 
65 70 75 80 

Arg Pro Arg Asp Leu lie Ser Asn He Asn Val He Val Leu Glu Leu 
85 90 95 

Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala Asp Glu Thr Ala 
100 105 no 

Thr He Val Glu Phe Leu Asn Arg Trp He Thr Phe Cys Gin Ser He 
115 120 125 



lie Ser Thr Leu Thr 
130 



